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30

GTCGACATTGATTATTGACTAGTTATTAATAGTAAT

G0271757-1.

seq(1>7423)

GTCGACATTGATTATTGACTAGTTATTAATAGTAAﬂ

40 50 60 70

CAATTACGGGGTCATTAGTTCATAGCCCATATATGG

G0271757-1.

seq(1>7423)

CAATTACGGGGTCATTAGTTCATAGCCCATATATGq

90 100

AGTTCCGCGTTACATAACTTACGGTAAATGGCCCGC

G0271757-1.

seq(1>7423)

AGTTCCGCGTTACATAACTTACGGTAAATGGCCCGJ

110 120 130 140

CTGGCTGACCGCCCAACGACCCCCGCCCATTGACGT

G0271757-1

.seq(1>7423)

CTGGCTGACCGCCCAACGACCCCCGCCCATTGACGT

150 160 170 180

CAATAATGACGTATGTTCCCATAGTAACGCCAATAG

G0271757-1.

seq(1>7423)

CAATAATGACGTATGTTCCCATAGTAACGCCAATAq

190 200 210

GGACTTTCCATTGACGTCAATGGGTGGAGTATTTAC

G0271757-1.

seq(1>7423)

GGACTTTCCATTGACGTCAATGGGTGGAGTATTTAq

220 230 240 250

GGTAAACTGCCCACTTGGCAGTACATCAAGTGTATC

G0271757-1.

seq(1>7423)

GGTAAACTGCCCACTTGGCAGTACATCAAGTGTATq

260 270 280

ATATGCCAAGTACGCCCCCTATTGACGTCAATGACG

G0271757-1

.seq(1>7423)

ATATGCCAAGTACGCCCCCTATTGACGTCAATGACH

290 300 310 320

GTAAATGGCCCGCCTGGCATTATGCCCAGTACATGA

G0271757-1.

seq(1>7423)

GTAAATGGCCCGCCTGGCATTATGCCCAGTACATGH

330 340 350 360

CCTTATGGGACTTTCCTACTTGGCAGTACATCTACG

G0271757-1.

seq(1>7423)

CCTTATGGGACTTTCCTACTTGGCAGTACATCTAcq

370 380 390

TATTAGTCATCGCTATTACCATGGTCGAGGTGAGCC

G0271757-1.

seq (1>7423)

TATTAGTCATCGCTATTACCATGGTCGAGGTGAGCd

400 410 420 430

CCACGTTCTGCTTCACTCTCCCCATCTCCCCCCCCT

G0271757-1

.seq(1>7423)

CCACGTTCTGCTTCACTCTCCCCATCTCCCCCCCCT
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440 450 460

CCCCACCCCCAATTTTGTATTTATTTATTTTTTAAT

G0271757-1.

seq(1>7423)

CCCCACCCCCAATTTTGTATTTATTTATTTTTTAAﬂ

470 480 490 500

TATTTTGTGCAGCGATGGGGGCGGGGGGGGGGGGEGG

G0271757-1.

seq(1>7423)

TATTTTGTGCAGCGATGGGGGCGGGGGGGGGGGGG]

510 520 530 540

GGCCCCCCCCAGGCGGGGCGEGEEECEEEGCEAGGEGEGEC

G0271757-1.

seq(1>7423)

GGCCCCCCCCAGGCGGGGCGGGGCGGGGCGAGGGG]

550 560 570

GGGGCGGGGCGAGGCGGAAAGGTGCGGCGGCAGCCA

G0271757-1

.seq(1>7423)

GGGGCGGGGCGAGGCGGAAAGGTGCGGCGGCAGCCH

580 590 600 610

ATCAGAGCGGCGCGCTCCGAAAGTTTCCTTTTATGG

G0271757-1.

seq(1>7423)

ATCAGAGCGGCGCGCTCCGAAAGTTTCCTTTTATG(

620 630 640

CGAGGCGGCGGCGGCGGCGGCCCTATAAAAAGCGAA

G0271757-1.

seq(1>7423)

CGAGGCGGCGGCGGCGGCGGCCCTATAAAAAGCGAN

650 660 670 680

GCGCGCGGCGGGCGGGAGTCGTTGCGCGCTGCCTTC

G0271757-1.

seq(1>7423)

GCGCGCGGCGGGCGGGAGTCGTTGCGCGCTGCCTT(

690 700 710 720

CCCCCGTGCCCCGCTCCGCCGCCGCCTCGCGCCGCC

G0271757-1

.seq(1>7423)

CCCCCGTGCCCCGCTCCGCCGCCGCCTCGCGCCGC]

730 740 750

CGCCCCGGCTCTGACTGACCGCGTTACTCCCACAGG

G0271757-1.

seq(1>7423)

CGCCCCGGCTCTGACTGACCGCGTTACTCCCACAGYH

760 770 780 790

TGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCTGTA

G0271757-1.

seq(1>7423)

TGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCTGTA

800 810 820

ATTAGCGCTTGGTTTAATGACGGCTTGTTTCTTTTC

G0271757-1.

seq (1>7423)

ATTAGCGCTTGGTTTAATGACGGCTTGTTTCTTTTq

830 840 850 860

TGTGGCTGCGTGAAAGCCTTGAGGGGCTCCGGGAGG

G0271757-1

.seq(1>7423)

TGTGGCTGCGTGAAAGCCTTGAGGGGCTCCGGGAGYH
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870 880 890 900

GCCCTTTGTGCGGGGGGAGCGGCTCGGGGGGTGCGT

G0271757-1.

seq(1>7423)

—> | GCCCTTTGTGCGGGGGGAGCGGCTCGGGGGGTGCGT

910 920 930

GCGTGTGTGTGTGCGTGGGGAGCGCCGCGTGCGGCT

G0271757-1.

seq(1>7423)

—> | GCGTGTGTGTGTGCGTGGGGAGCGCCGCGTGCGGCT

940 950 960 970

CCGCGCTGCCCGGCGGCTGTGAGCGCTGCGGGCGLG

G0271757-1.

seq(1>7423)

—> | CCGCGCTGCCCGGCGGCTGTGAGCGCTGCGGGCGCY

980 990 1000

GCGCGGGGCTTTGTGCGCTCCGCAGTGTGCGCGAGG

G0271757-1

.seq(1>7423)

—> | GCGCGGGGCTTTGTGCGCTCCGCAGTGTGCGCGAGY

1010 1020 1030 1040

GGAGCGCGGCCGGGGGCGGTGCCCCGCGGTGCGGGGE

G0271757-1.

seq(1>7423)

—> | GGAGCGCGGCCGGGGGCGGTGCCCCGCGGTGCGGG]

1050 1060 1070 108

GGGGCTGCGAGGGGAACAAAGGCTGCGTGCGGGGTG

G0271757-1.

seq(1>7423)

—> | GGGGCTGCGAGGGGAACAAAGGCTGCGTGCGGGGTY

1090 1100 1110

TGTGCGTGGGGGGEGTGAGCAGGGGGTGTGGGCGCGT

G0271757-1.

seq(1>7423)

—> | TGTGCGTGGGGGGGTGAGCAGGGGGTGTGGGCGCGT

1120 1130 1140 1150

CGGTCGGGCTGCAACCCCCCCTGCACCCCCCTCCCC

G0271757-1

.seq(1>7423)

—> | CGGTCGGGCTGCAACCCCCCCTGCACCCCCCTCCC]

1160 1170 1180

GAGTTGCTGAGCACGGCCCGGCTTCGGGTGCGGGGC

G0271757-1.

seq(1>7423)

—> | GAGTTGCTGAGCACGGCCCGGCTTCGGGTGCGGGG]

1190 1200 1210 1220

TCCGTACGGGGCGTGGCGCGGGGCTCGCCGTGCCGG

G0271757-1.

seq(1>7423)

—> | TCCGTACGGGGCGTGGCGCGGGGCTCGCCGTGCCG]

1230 1240 1250 126

GCGGGGGGTGGCGGCAGGTGGGGGTGCCGGGCGGGEGE

G0271757-1.

seq (1>7423)

— | GCGGGGGGTGGCGGCAGGTGGGGGTGCCGGGCGGG]

1270 1280 1290

CGGGGCCGCCTCGGGCCGGGEGAGGGCTCGGGGGAAG

G0271757-1

.seq(1>7423)

—> | CGGGGCCGCCTCGGGCCGGGGAGGGCTCGGGGGAAG
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1300 1310 1320 1330

GGGCGCGGCGGCCCCCGGAGCGCCGGCGGCTGTCGA

G0271757-1.

seq(1>7423)

—> | GGGCGCGGCGGCCCCCGGAGCGCCGGCGGCTGTCGH

1340 1350 1360

GGCGCGGCGAGCCGCAGCCATTGCCTTTTATGGTAA

G0271757-1.

seq(1>7423)

—> | GGCGCGGCGAGCCGCAGCCATTGCCTTTTATGGTAA

1370 1380 1390 1400

TCGTGCGAGAGGGCGCAGGGACTTCCTTTGTCCCAA

G0271757-1.

seq(1>7423)

—> | TCGTGCGAGAGGGCGCAGGGACTTCCTTTGTCCCAN

1410 1420 1430 144

ATCTGTGCGGAGCCGAAATCTGGGAGGCGCCGCCGC

G0271757-1

.seq(1>7423)

—> | ATCTGTGCGGAGCCGAAATCTGGGAGGCGCCGCCG]

1450 1460 1470

ACCCCCTCTAGCGGGCGCGGGGCGAAGCGGTGCGGC

G0271757-1.

seq(1>7423)

—> | ACCCCCTCTAGCGGGCGCGGGGCGAAGCGGTGCGG]

1480 1490 1500 1510

GCCGGCAGGAAGGAAATGGGCGGGGAGGGCCTTCGT

G0271757-1.

seq(1>7423)

—> | GCCGGCAGGAAGGAAATGGGCGGGGAGGGCCTTCGT

1520 1530 1540

GCGTCGCCGCGCCGCCGTCCCCTTCTCCCTCTCCAG

G0271757-1.

seq(1>7423)

—> | GCGTCGCCGCGCCGCCGTCCCCTTCTCCCTCTCCAG

1550 1560 1570 1580

CCTCGGGGCTGTCCGCGGGGGGACGGCTGCCTTCGG

G0271757-1

.seq(1>7423)

—> | CCTCGGGGCTGTCCGCGGGGGGACGGCTGCCTTCG]

1590 1600 1610 1621

GGGGGACGGGGCAGGGCGGGGTTCGGCTTCTGGCGT

G0271757-1.

seq(1>7423)

—> | GGGGGACGGGGCAGGGCGGGGTTCGGCTTCTGGCGT

1630 1640 1650

GTGACCGGCGGCTCTAGAGCCTCTGCTAACCATGTT

G0271757-1.

seq(1>7423)

—> | GTGACCGGCGGCTCTAGAGCCTCTGCTAACCATGTT

1660 1670 1680 1690

CATGCCTTCTTCTTTTTCCTACAGCTCCTGGGCAAC

G0271757-1.

seq (1>7423)

——>| CATGCCTTCTTCTTTTTCCTACAGCTCCTGGGCAAq

1700 1710 1720

GTGCTGGTTATTGTGCTGTCTCATCATTTTGGCAAA

G0271757-1

.seq(1>7423)

—> | GTGCTGGTTATTGTGCTGTCTCATCATTTTGGCAAH
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1730 1740 1750 1760

GAATTCGAGCTCATCGATGCATGGTACCCGGGCATG

G0271757-1.

seq(1>7423)

—> | GAATTCGAGCTCATCGATGCATGGTACCCGGGCAT(

1770 1780 1790 180

CTCGAGATGAACACGATTAACATCGCTAAGAACGAC

G0271757-1.

seq(1>7423)

——>| CTCGAGATGAACACGATTAACATCGCTAAGAACGAq

1810 1820 1830

TTCTCTGACATCGAACTGGCTGCTATCCCGTTCAAC

G0271757-1.

seq(1>7423)

—> | TTCTCTGACATCGAACTGGCTGCTATCCCGTTCAA(

1840 1850 1860 1870

ACTCTGGCTGACCATTACGGTGAGCGTTTAGCTCGC

G0271757-1

.seq(1>7423)

—> | ACTCTGGCTGACCATTACGGTGAGCGTTTAGCTCG(

1880 1890 1900

GAACAGTTGGCCCTTGAGCATGAGTCTTACGAGATG

G0271757-1.

seq(1>7423)

——>| GAACAGTTGGCCCTTGAGCATGAGTCTTACGAGATq

1910 1920 1930 1940

GGTGAAGCACGCTTCCGCAAGATGTTTGAGCGTCAA

G0271757-1.

seq(1>7423)

—> | GGTGAAGCACGCTTCCGCAAGATGTTTGAGCGTCAH

1950 1960 1970 198

CTTAAAGCTGGTGAGGTTGCGGATAACGCTGCCGCC

G0271757-1.

seq(1>7423)

—> | CTTAAAGCTGGTGAGGTTGCGGATAACGCTGCCGC(

1990 2000 2010

AAGCCTCTCATCACTACCCTACTCCCTAAGATGATT

G0271757-1

.seq(1>7423)

—> | AAGCCTCTCATCACTACCCTACTCCCTAAGATGATT

2020 2030 2040 2050

GCACGCATCAACGACTGGTTTGAGGAAGTGAAAGCT

G0271757-1.

seq(1>7423)

—> [ GCACGCATCAACGACTGGTTTGAGGAAGTGAAAGCT

2060 2070 2080

AAGCGCGGCAAGCGCCCGACAGCCTTCCAGTTCCTG

G0271757-1.

seq(1>7423)

—> | AAGCGCGGCAAGCGCCCGACAGCCTTCCAGTTCCT(

2090 2100 2110 2120

CAAGAAATCAAGCCGGAAGCCGTAGCGTACATCACC

G0271757-1.

seq (1>7423)

—> | CAAGAAATCAAGCCGGAAGCCGTAGCGTACATCAC(

2130 2140 2150 216

ATTAAGACCACTCTGGCTTGCCTAACCAGTGCTGAC

G0271757-1

.seq(1>7423)

—> | ATTAAGACCACTCTGGCTTGCCTAACCAGTGCTGA(
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2170 2180 2190

AATACAACCGTTCAGGCTGTAGCAAGCGCAATCGGT

G0271757-1.

seq(1>7423)

—> [ AATACAACCGTTCAGGCTGTAGCAAGCGCAATCGGT

2200 2210 2220 2230

CGGGCCATTGAGGACGAGGCTCGCTTCGGTCGTATC

G0271757-1.

seq(1>7423)

—> | CGGGCCATTGAGGACGAGGCTCGCTTCGGTCGTAT(

2240 2250 2260

CGTGACCTTGAAGCTAAGCACTTCAAGAAAAACGTT

G0271757-1.

seq(1>7423)

—> | CGTGACCTTGAAGCTAAGCACTTCAAGAAAAACGTT

2270 2280 2290 2300

GAGGAACAACTCAACAAGCGCGTAGGGCACGTCTAC

G0271757-1

.seq(1>7423)

—> | GAGGAACAACTCAACAAGCGCGTAGGGCACGTCTA(

2310 2320 2330 2341

AAGAAAGCATTTATGCAAGTTGTCGAGGCTGACATG

G0271757-1.

seq(1>7423)

——>| AAGAAAGCATTTATGCAAGTTGTCGAGGCTGACATq

2350 2360 2370

CTCTCTAAGGGTCTACTCGGTGGCGAGGCGTGGTCT

G0271757-1.

seq(1>7423)

—> | CTCTCTAAGGGTCTACTCGGTGGCGAGGCGTGGTCT

2380 2390 2400 2410

TCGTGGCATAAGGAAGACTCTATTCATGTAGGAGTA

G0271757-1.

seq(1>7423)

—> | TCGTGGCATAAGGAAGACTCTATTCATGTAGGAGTH

2420 2430 2440

CGCTGCATCGAGATGCTCATTGAGTCAACCGGAATG

G0271757-1

.seq(1>7423)

—> | CGCTGCATCGAGATGCTCATTGAGTCAACCGGAAT(

2450 2460 2470 2480

GTTAGCTTACACCGCCAAAATGCTGGCGTAGTAGGT

G0271757-1.

seq(1>7423)

—> [ GTTAGCTTACACCGCCAAAATGCTGGCGTAGTAGGT]

2490 2500 2510 252

CAAGACTCTGAGACTATCGAACTCGCACCTGAATAC

G0271757-1.

seq(1>7423)

——>| CAAGACTCTGAGACTATCGAACTCGCACCTGAATAq

2530 2540 2550

GCTGAGGCTATCGCAACCCGTGCAGGTGCGCTGGCT

G0271757-1.

seq (1>7423)

—> | GCTGAGGCTATCGCAACCCGTGCAGGTGCGCTGGCT

2560 2570 2580 2590

GGCATCTCTCCGATGTTCCAACCTTGCGTAGTTCCT

G0271757-1

.seq(1>7423)

—> | GGCATCTCTCCGATGTTCCAACCTTGCGTAGTTCCT
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2600 2610 2620

CCTAAGCCGTGGACTGGCATTACTGGTGGTGGCTAT

G0271757-1.

seq(1>7423)

—> | CCTAAGCCGTGGACTGGCATTACTGGTGGTGGCTAT

2630 2640 2650 2660

TGGGCTAACGGTCGTCGTCCTCTGGCGCTGGTGCGT

G0271757-1.

seq(1>7423)

—> | TGGGCTAACGGTCGTCGTCCTCTGGCGCTGGTGCGT

2670 2680 2690 2701

ACTCACAGTAAGAAAGCACTGATGCGCTACGAAGAC

G0271757-1.

seq(1>7423)

—> | ACTCACAGTAAGAAAGCACTGATGCGCTACGAAGA(

2710 2720 2730

GTTTACATGCCTGAGGTGTACAAAGCGATTAACATT

G0271757-1

.seq(1>7423)

—> | GTTTACATGCCTGAGGTGTACAAAGCGATTAACAT

2740 2750 2760 2770

GCGCAAAACACCGCATGGAAAATCAACAAGAAAGTC

G0271757-1.

seq(1>7423)

——>| GCGCAAAACACCGCATGGAAAATCAACAAGAAAGTq

2780 2790 2800

CTAGCGGTCGCCAACGTAATCACCAAGTGGAAGCAT

G0271757-1.

seq(1>7423)

—> | CTAGCGGTCGCCAACGTAATCACCAAGTGGAAGCAT

2810 2820 2830 2840

TGTCCGGTCGAGGACATCCCTGCGATTGAACGTGAA

G0271757-1.

seq(1>7423)

—> | TGTCCGGTCGAGGACATCCCTGCGATTGAACGTGAH

2850 2860 2870 288

GAACTCCCGATGAAACCGGAAGACATCGACATGAAT

G0271757-1

.seq(1>7423)

—> | GAACTCCCGATGAAACCGGAAGACATCGACATGAAT|

2890 2900 2910

CCTGAGGCTCTCACCGCGTGGAAACGTGCTGCCGCT

G0271757-1.

seq(1>7423)

—> | CCTGAGGCTCTCACCGCGTGGAAACGTGCTGCCGCT

2920 2930 2940 2950

GCTGTGTACCGCAAGGACAAGGCTCGCAAGTCTCGC

G0271757-1.

seq(1>7423)

—> | GCTGTGTACCGCAAGGACAAGGCTCGCAAGTCTCG(

2960 2970 2980

CGTATCAGCCTTGAGTTCATGCTTGAGCAAGCCAAT

G0271757-1.

seq (1>7423)

—> | CGTATCAGCCTTGAGTTCATGCTTGAGCAAGCCAAT

2990 3000 3010 3020

AAGTTTGCTAACCATAAGGCCATCTGGTTCCCTTAC

G0271757-1

.seq(1>7423)

—> | AAGTTTGCTAACCATAAGGCCATCTGGTTCCCTTA(
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3030 3040 3050 306

AACATGGACTGGCGCGGTCGTGTTTACGCTGTGTCA

G0271757-1.

seq(1>7423)

—> | AACATGGACTGGCGCGGTCGTGTTTACGCTGTGTCH

3070 3080 3090

ATGTTCAACCCGCAAGGTAACGATATGACCAAAGGA

G0271757-1.

seq(1>7423)

—> | ATGTTCAACCCGCAAGGTAACGATATGACCAAAGGH

3100 3110 3120 3130

CTGCTTACGCTGGCGAAAGGTAAACCAATCGGTAAG

G0271757-1.

seq(1>7423)

—> | CTGCTTACGCTGGCGAAAGGTAAACCAATCGGTAA]

3140 3150 3160

GAAGGTTACTACTGGCTGAAAATCCACGGTGCAAAC

G0271757-1.

seq(1>7423)

—> | GAAGGTTACTACTGGCTGAAAATCCACGGTGCAAA(

3170 3180 3190 3200

TGTGCGGGTGTCGATAAGGTTCCGTTCCCTGAGCGC

G0271757-1.

seq(1>7423)

—> | TGTGCGGGTGTCGATAAGGTTCCGTTCCCTGAGCG(

3210 3220 3230 324

ATCAAGTTCATTGAGGAAAACCACGAGAACATCATG

G0271757-1.

seq(1>7423)

——>| ATCAAGTTCATTGAGGAAAACCACGAGAACATCATq

3250 3260 3270

GCTTGCGCTAAGTCTCCACTGGAGAACACTTGGTGG

G0271757-1.

seq(1>7423)

—> | GCTTGCGCTAAGTCTCCACTGGAGAACACTTGGTGY

3280 3290 3300 3310

GCTGAGCAAGATTCTCCGTTCTGCTTCCTTGCGTTC

G0271757-1.

seq(1>7423)

—> | GCTGAGCAAGATTCTCCGTTCTGCTTCCTTGCGTT(

3320 3330 3340

TGCTTTGAGTACGCTGGGGTACAGCACCACGGCCTG

G0271757-1.

seq(1>7423)

—> | TGCTTTGAGTACGCTGGGGTACAGCACCACGGCCT(

3350 3360 3370 3380

AGCTATAACTGCTCCCTTCCGCTGGCGTTTGACGGG

G0271757-1.

seq(1>7423)

—> | AGCTATAACTGCTCCCTTCCGCTGGCGTTTGACGGY

3390 3400 3410 3421

TCTTGCTCTGGCATCCAGCACTTCTCCGCGATGCTC

G0271757-1.

seq (1>7423)

—> | TCTTGCTCTGGCATCCAGCACTTCTCCGCGATGCT(

3430 3440 3450

CGAGATGAGGTAGGTGGTCGCGCGGTTAACTTGCTT

G0271757-1.

seq(1>7423)

—> | CGAGATGAGGTAGGTGGTCGCGCGGTTAACTTGCTT
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3460 3470 3480 3490

CCTAGTGAAACCGTTCAGGACATCTACGGGATTGTT

G0271757-1.

seq(1>7423)

CCTAGTGAAACCGTTCAGGACATCTACGGGATTGTﬂ

3500 3510 3520

GCTAAGAAAGTCAACGAGATTCTACAAGCAGACGCA

G0271757-1.

seq(1>7423)

- |

GCTAAGAAAGTCAACGAGATTCTACAAGCAGACGCH

3530 3540 3550 3560

ATCAATGGGACCGATAACGAAGTAGTTACCGTGACC

G0271757-1.

seq(1>7423)

- |

ATCAATGGGACCGATAACGAAGTAGTTACCGTGACq

3570 3580 3590 360

GATGAGAACACTGGTGAAATCTCTGAGAAAGTCAAG

G0271757-1.

seq(1>7423)

GATGAGAACACTGGTGAAATCTCTGAGAAAGTCAAG

3610 3620 3630

CTGGGCACTAAGGCACTGGCTGGTCAATGGCTGGCT

G0271757-1.

seq(1>7423)

CTGGGCACTAAGGCACTGGCTGGTCAATGGCTGGCT

3640 3650 3660 3670

TACGGTGTTACTCGCAGTGTGACTAAGCGTTCAGTC

G0271757-1.

seq(1>7423)

TACGGTGTTACTCGCAGTGTGACTAAGCGTTCAGTq

3680 3690 3700

ATGACGCTGGCTTACGGGTCCAAAGAGTTCGGCTTC

G0271757-1.

seq(1>7423)

- |

ATGACGCTGGCTTACGGGTCCAAAGAGTTCGGCTTJ

3710 3720 3730 3740

CGTCAACAAGTGCTGGAAGATACCATTCAGCCAGCT

G0271757-1.
E06-D44181-G0271757-1 PTT5-SEQR.

seq(1>7423)

—
abl (1>788)¢—

CGTCAACAAGTGCTGGAAGATACCATTCAGCCAGCT
CAGCCAGCT

3750 3760 3770 378

ATTGATTCCGGCAAGGGTCTGATGTTCACTCAGCCG

G0271757-1.
E06-D44181-G0271757-1 PTT5-SEQR.

seq(1>7423)

—
abl (1>788)¢—

ATTGATTCCGGCAAGGGTCTGATGTTCACTCAGCC(H
ATTGATTCCGGCAAGGGTCTGATGTTCACTCAGCC(H

3790 3800 3810

AATCAGGCTGCTGGATACATGGCTAAGCTGATTTGG

G0271757-1.
E06-D44181-G0271757-1 PTT5-SEQR.

seq(1>7423)

—
abl (1>788)¢—

AATCAGGCTGCTGGATACATGGCTAAGCTGATTTG(
AATCAGGCTGCTGGATACATGGCTAAGCTGATTTG(

3820 3830 3840 3850

GAATCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAA

G0271757-1.seqg(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR.

—

abl (1>788)¢—

GAATCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAA
GAATCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAA
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3860 3870

3880

GCAATGAACTGGCTTAAGTCTGCTGCTAAGCTGCTG

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

GCAATGAACTGGCTTAAGTCTGCTGCTAAGCTGCTG
GCAATGAACTGGCTTAAGTCTGCTGCTAAGCTGCTG

3890

3900 3910 3920

GCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATT

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

GCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATT
GCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATT

3930 3940 3950 396

CTTCGCAAGCGTTGCGCTGTGCATTGGGTAACTCCT

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

CTTCGCAAGCGTTGCGCTGTGCATTGGGTAACTCCT
CTTCGCAAGCGTTGCGCTGTGCATTGGGTAACTCCT

3970

3980

3990

GATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCT

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

GATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCT
GATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCT

4000 4010 4020 4030

ATTCAGACGCGCTTGAACCTGATGTTCCTCGGTCAG

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

ATTCAGACGCGCTTGAACCTGATGTTCCTCGGTCA(Y
ATTCAGACGCGCTTGAACCTGATGTTCCTCGGTCA(QY

4040 4050 4060

TTCCGCTTACAGCCTACCATTAACACCAACAAAGAT

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

TTCCGCTTACAGCCTACCATTAACACCAACAAAGAT
TTCCGCTTACAGCCTACCATTAACACCAACAAAGAT

4070

4080 4090 4100

AGCGAGATTGATGCACACAAACAGGAGTCTGGTATC

G0271757-1.seq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

AGCGAGATTGATGCACACAAACAGGAGTCTGGTAT(
AGCGAGATTGATGCACACAAACAGGAGTCTGGTAT(

4110 4120 4130 414

GCTCCTAACTTTGTACACAGCCAAGACGGTAGCCAC

G0271757-1.s5eq(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

GCTCCTAACTTTGTACACAGCCAAGACGGTAGCCA(Q
GCTCCTAACTTTGTACACAGCCAAGACGGTAGCCA(Q

4150 4160 4170

CTTCGTAAGACTGTAGTGTGGGCACACGAGAAGTAC

G0271757-1.s5eqg(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

CTTCGTAAGACTGTAGTGTGGGCACACGAGAAGTAC
CTTCGTAAGACTGTAGTGTGGGCACACGAGAAGTA(

4180 4190 4200 4210

GGAATCGAATCTTTTGCACTGATTCACGACTCCTTC

G0271757-1.s5eqg(1>7423)

E06-D44181-G0271757-1 PTT5-SEQR.

—
abl (1>788)¢—

GGAATCGAATCTTTTGCACTGATTCACGACTCCTTA
GGAATCGAATCTTTTGCACTGATTCACGACTCCTT(
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4220 4230 4240

GGTACCATTCCGGCTGACGCTGCGAACCTGTTCAAA

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

GGTACCATTCCGGCTGACGCTGCGAACCTGTTCAAA
GGTACCATTCCGGCTGACGCTGCGAACCTGTTCAAA

4250 4260 4270 4280

GCAGTGCGCGAAACTATGGTTGACACATATGAGTCT

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

GCAGTGCGCGAAACTATGGTTGACACATATGAGTCT
GCAGTGCGCGAAACTATGGTTGACACATATGAGTCT

4290 4300 4310 4321

TGTGATGTACTGGCTGATTTCTACGACCAGTTCGCT

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl(1>788)¢—

TGTGATGTACTGGCTGATTTCTACGACCAGTTCGCT
TGTGATGTACTGGCTGATTTCTACGACCAGTTCGCT

4330 4340 4350

GACCAGTTGCACGAGTCTCAATTGGACAAAATGCCA

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

GACCAGTTGCACGAGTCTCAATTGGACAAAATGCCA
GACCAGTTGCACGAGTCTCAATTGGACAAAATGCCA

4360 4370 4380 4390

GCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGAC

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

GCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGAC
GCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGAQ

4400 4410 4420

ATCTTAGAGTCGGACTTCGCGTTCGCGTAACGCCAA

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

ATCTTAGAGTCGGACTTCGCGTTCGCGTAACGCCAA
ATCTTAGAGTCGGACTTCGCGTTCGCGTAACGCCAA

4430 4440 4450 4460

ATCAATACGACTCCGGATCTTTTTCCCTCTGCCAAA

G0271757-1.seq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

ATCAATACGACTCCGGATCTTTTTCCCTCTGCCAAN
ATCAATACGACTCCGGATCTTTTTCCCTCTGCCAAN

4470 4480 4490 450

AATTATGGGGACATCATGAAGCCCCTTGAGCATCTG

G0271757-1.s5eq(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

AATTATGGGGACATCATGAAGCCCCTTGAGCATCT(
AATTATGGGGACATCATGAAGCCCCTTGAGCATCT(

4510 4520 4530

ACTTCTGGCTAATAAAGGAAATTTATTTTCATTGCA

G0271757-1.s5eqg(1>7423)
E06-D44181-G0271757-1 PTT5-SEQR

—
.abl (1>788)¢—

ACTTCTGGCTAATAAAGGAAATTTATTTTCATTGCA
ACTTCTGGCTAATAAAGGAAATT

4540 4550 4560 4570

ATAGTGTGTTGGAATTTTTTGTGTCTCTCACTCGGA

G0271757-1.s5eqg(1>7423)

ATAGTGTGTTGGAATTTTTTGTGTCTCTCACTCGGH
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4580 4590 4600

AGGACATATGGGAGGGCAAATCATTTAAAACATCAG

G0271757-1.

seq(1>7423)

——>| AGGACATATGGGAGGGCAAATCATTTAAAACATCAq

4610 4620 4630 4640

AATGAGTATTTGGTTTAGAGTTTGGCAACATATGCC

G0271757-1.

seq(1>7423)

——>| AATGAGTATTTGGTTTAGAGTTTGGCAACATATGCd

4650 4660 4670 468!

CATATGCTGGCTGCCATGAACAAAGGTTGGCTATAA

G0271757-1.

seq(1>7423)

—> | CATATGCTGGCTGCCATGAACAAAGGTTGGCTATAH

4690 4700 4710

AGAGGTCATCAGTATATGAAACAGCCCCCTGCTGTC

G0271757-1.

seq(1>7423)

—> | AGAGGTCATCAGTATATGAAACAGCCCCCTGCTGT(

4720 4730 4740 4750

CATTCCTTATTCCATAGAAAAGCCTTGACTTGAGGT

G0271757-1.

seq(1>7423)

——>| CATTCCTTATTCCATAGAAAAGCCTTGACTTGAGGﬂ

4760 4770 4780

TAGATTTTTTTTATATTTTGTTTTGTGTTATTTTTT

G0271757-1.

seq(1>7423)

——>| TAGATTTTTTTTATATTTTGTTTTGTGTTATTTTTﬂ

4790 4800 4810 4820

TCTTTAACATCCCTAAAATTTTCCTTACATGTTTTA

G0271757-1.

seq(1>7423)

——>| TCTTTAACATCCCTAAAATTTTCCTTACATGTTTTH

4830 4840 4850 486

CTAGCCAGATTTTTCCTCCTCTCCTGACTACTCCCA

G0271757-1.

seq(1>7423)

—> | CTAGCCAGATTTTTCCTCCTCTCCTGACTACTCCCH

4870 4880 4890

GTCATAGCTGTCCCTCTTCTCTTATGGAGATCCCTC

G0271757-1.

seq(1>7423)

——>| GTCATAGCTGTCCCTCTTCTCTTATGGAGATCCCTq

4900 4910 4920 4930

GACCTGCAGCCCAAGCTTGGCGTAATCATGGTCATA

G0271757-1.

seq(1>7423)

—> | GACCTGCAGCCCAAGCTTGGCGTAATCATGGTCATA

4940 4950 4960

GCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAAT

G0271757-1.

seq (1>7423)

——>| GCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAAﬂ

4970 4980 4990 5000

TCCACACAACATACGAGCCGGAAGCATAAAGTGTAA

G0271757-1.

seq(1>7423)

—> | TCCACACAACATACGAGCCGGAAGCATAAAGTGTAH
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5010 5020 5030 504

AGCCTGGGTGCCTAATGAGTGAGCTAACTCACATTA

G0271757-1.

seq(1>7423)

— [ AGCCTGGGTGCCTAATGAGTGAGCTAACTCACATTH

5050 5060 5070

ATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGA

G0271757-1.

seq(1>7423)

—> | ATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGH

5080 5090 5100 5110

AACCTGTCGTGCCAGCGGATCCGCATCTCAATTAGT

G0271757-1.

seq(1>7423)

—> | AACCTGTCGTGCCAGCGGATCCGCATCTCAATTAGT

5120 5130 5140

CAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCC

G0271757-1.

seq(1>7423)

—> | CAGCAACCATAGTCCCGCCCCTAACTCCGCCCATC(

5150 5160 5170 5180

CGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGC

G0271757-1.

seq(1>7423)

—> | CGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCG(

5190 5200 5210 522

CCCATGGCTGACTAATTTTTTTTATTTATGCAGAGG

G0271757-1.

seq(1>7423)

——>| CCCATGGCTGACTAATTTTTTTTATTTATGCAGAGq

5230 5240 5250

CCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGT

G0271757-1.

seq(1>7423)

—> | CCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGT

5260 5270 5280 5290

AGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCA

G0271757-1.

seq(1>7423)

—> | AGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCH

5300 5310 5320

AAAAGCTAACTTGTTTATTGCAGCTTATAATGGTTA

G0271757-1.

seq(1>7423)

——>| AAAAGCTAACTTGTTTATTGCAGCTTATAATGGTTH

5330 5340 5350 5360

CAAATAAAGCAATAGCATCACAAATTTCACAAATAA

G0271757-1.

seq(1>7423)

——>| CAAATAAAGCAATAGCATCACAAATTTCACAAATAH

5370 5380 5390 5401

AGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTC

G0271757-1.

seq (1>7423)

——>| AGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTq

5410 5420 5430

CAAACTCATCAATGTATCTTATCATGTCTGGATCCG

G0271757-1.

seq(1>7423)

—> | CAAACTCATCAATGTATCTTATCATGTCTGGATCCH
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5440 5450 5460 5470

CTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGC

G0271757-1.

seq(1>7423)

—> [ CTGCATTAATGAATCGGCCAACGCGCGGGGAGAGG]

5480 5490 5500

GGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTC

G0271757-1.

seq(1>7423)

—> | GGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCT(

5510 5520 5530 5540

ACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGA

G0271757-1.

seq(1>7423)

—> | ACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGH

5550 5560 5570 558

GCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTA

G0271757-1.

seq(1>7423)

—> | GCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTH

5590 5600 5610

TCCACAGAATCAGGGATAACGCAGGAAAGAACATGT

G0271757-1.

seq(1>7423)

——>| TCCACAGAATCAGGGATAACGCAGGAAAGAACATGﬂ

5620 5630 5640 5650

GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAA

G0271757-1.

seq(1>7423)

—> | GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAN

5660 5670 5680

AGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC

G0271757-1.

seq(1>7423)

—> | AGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC(

5690 5700 5710 5720

CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC

G0271757-1.

seq(1>7423)

—> | CCCCTGACGAGCATCACAAAAATCGACGCTCAAGT(

5730 5740 5750 576

AGAGGTGGCGAAACCCGACAGGACTATAAAGATACC

G0271757-1.

seq(1>7423)

——>| AGAGGTGGCGAAACCCGACAGGACTATAAAGATACd

5770 5780 5790

AGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC

G0271757-1.

seq(1>7423)

—> | AGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT(

5800 5810 5820 5830

CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCG

G0271757-1.

seq (1>7423)

—> | CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCH

5840 5850 5860

CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

G0271757-1.

seq(1>7423)

—> | CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATH
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5870 5880 5890 5900

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCG

G0271757-1.

seq(1>7423)

—> | GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCY

5910 5920 5930 594

TTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCG

G0271757-1.

seq(1>7423)

—> | TTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCH

5950 5960 5970

TTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATC

G0271757-1.

seq(1>7423)

—> | TTCAGCCCGACCGCTGCGCCTTATCCGGTAACTAT(

5980 5990 6000 6010

GTCTTGAGTCCAACCCGGTAAGACACGACTTATCGC

G0271757-1

.seq(1>7423)

—> | GTCTTGAGTCCAACCCGGTAAGACACGACTTATCG(

6020 6030 6040

CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAG

G0271757-1.

seq(1>7423)

—> | CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA(

6050 6060 6070 6080

CGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGT

G0271757-1.

seq(1>7423)

—> [ CGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGT

6090 6100 6110 612

GGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

G0271757-1.

seq(1>7423)

—> | GGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

6130 6140 6150

TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

G0271757-1

.seq(1>7423)

—> | TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCH

6160 6170 6180 6190

GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAA

G0271757-1.

seq(1>7423)

——>| GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAH

6200 6210 6220

CCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

G0271757-1.

seq(1>7423)

—> [ CCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG]

6230 6240 6250 6260

AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

G0271757-1.

seq (1>7423)

——>| AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAq

6270 6280 6290 630

ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT

G0271757-1

.seq(1>7423)

—> | ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT
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6310 6320 6330

GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGA

G0271757-1.

seq(1>7423)

——>| GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGH

6340 6350 6360 6370

GATTATCAAAAAGGATCTTCACCTAGATCCTTTTAA

G0271757-1.

seq(1>7423)

——>| GATTATCAAAAAGGATCTTCACCTAGATCCTTTTAH

6380 6390 6400

ATTAAAAATGAAGTTTTAAATCAATCTAAAGTATAT

G0271757-1.

seq(1>7423)

——>| ATTAAAAATGAAGTTTTAAATCAATCTAAAGTATAﬂ

6410 6420 6430 6440

ATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAA

G0271757-1.

seq(1>7423)

—> | ATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAHN

6450 6460 6470 648

TCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTC

G0271757-1.

seq(1>7423)

——>| TCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTq

6490 6500 6510

GTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGA

G0271757-1.

seq(1>7423)

—> | GTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGH

6520 6530 6540 6550

TAACTACGATACGGGAGGGCTTACCATCTGGCCCCA

G0271757-1.

seq(1>7423)

—> | TAACTACGATACGGGAGGGCTTACCATCTGGCCCCH

6560 6570 6580

GTGCTGCAATGATACCGCGAGACCCACGCTCACCGG

G0271757-1.

seq(1>7423)

—> | GTGCTGCAATGATACCGCGAGACCCACGCTCACCGH

6590 6600 6610 6620

CTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAA

G0271757-1.

seq(1>7423)

—> [ CTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAH

6630 6640 6650 666

GGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCG

G0271757-1.

seq(1>7423)

— [ GGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCC]

6670 6680 6690

CCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTA

G0271757-1.

seq (1>7423)

——>| CCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTH

6700 6710 6720 6730

GAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACG

G0271757-1.

seq(1>7423)

—> | GAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACH
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6740 6750 6760

TTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCT

G0271757-1.

seq(1>7423)

—> | TTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCT

6770 6780 6790 6800

CGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCC

G0271757-1.

seq(1>7423)

—> [ CGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCC(

6810 6820 6830 684

AACGATCAAGGCGAGTTACATGATCCCCCATGTTGT

G0271757-1.

seq(1>7423)

—> | AACGATCAAGGCGAGTTACATGATCCCCCATGTTG]

6850 6860 6870

GCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCG

G0271757-1

.seq(1>7423)

—> | GCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCY

6880 6890 6900 6910

TTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCA

G0271757-1.

seq(1>7423)

——>| TTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCH

6920 6930 6940

TGGTTATGGCAGCACTGCATAATTCTCTTACTGTCA

G0271757-1.

seq(1>7423)

——>| TGGTTATGGCAGCACTGCATAATTCTCTTACTGTCH

6950 6960 6970 6980

TGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGT

G0271757-1.

seq(1>7423)

—> | TGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGT

6990 7000 7010 7021

ACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGC

G0271757-1

.seq(1>7423)

—> | ACTCAACCAAGTCATTCTGAGAATAGTGTATGCGG(

7030 7040 7050

GACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATA

G0271757-1.

seq(1>7423)

—> | GACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATA

7060 7070 7080 7090

ATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCA

G0271757-1.

seq(1>7423)

——>| ATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCH

7100 7110 7120

TCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAA

G0271757-1.

seq (1>7423)

—> [ TCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAH

7130 7140 7150 7160

GGATCTTACCGCTGTTGAGATCCAGTTCGATGTAAC

G0271757-1

.seq(1>7423)

—> | GGATCTTACCGCTGTTGAGATCCAGTTCGATGTAA(
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7170 7180 7190 7201

CCACTCGTGCACCCAACTGATCTTCAGCATCTTTTA

G0271757-1.

seq(1>7423)

——>| CCACTCGTGCACCCAACTGATCTTCAGCATCTTTTH

7210 7220 7230

CTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAA

G0271757-1.

seq(1>7423)

—> | CTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAA

7240 7250 7260 7270

GGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACAC

G0271757-1.

seq(1>7423)

—> | GGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACA(

7280 7290 7300

GGAAATGTTGAATACTCATACTCTTCCTTTTTCAAT

G0271757-1.

seq(1>7423)

—> | GGAAATGTTGAATACTCATACTCTTCCTTTTTCAAT

7310 7320 7330 7340

ATTATTGAAGCATTTATCAGGGTTATTGTCTCATGA

G0271757-1.

seq(1>7423)

——>| ATTATTGAAGCATTTATCAGGGTTATTGTCTCATGH

7350 7360 7370 738!

GCGGATACATATTTGAATGTATTTAGAAAAATAAAC

G0271757-1.

seq(1>7423)

——>| GCGGATACATATTTGAATGTATTTAGAAAAATAAAq

7390 7400 7410

AAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGC

G0271757-1.

seq(1>7423)

—> | AAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTG(

7420

CACCTGG

G0271757-1.

seq(1>7423)

——>| CACCTGQ



